The authors regret \<insert corrigendum text\>.

The authors would like to apologize for any inconvenience caused.

The authors regret that an error in Figure S1 of the manuscript has been identified. Some images in Figure 1 were duplicated within Figure S1; hence, this corrigendum addresses this error.

Following changes were made to improve the quality of the results section:

*To further address the contribution of KRT8 and KRT18 with respect to liver pathology in livers of wild-type (wt), Krt8*^*+/*−^*, Krt8*^−*/*−^*, Krt18*^*+/*−^, *and Krt18*^−*/*−^ *mice aged 3 and 17-20 months, we performed, in addition to light microscopy, double immunofluorescence microscopy (DIF) using antibodies against K8/18 and p62. Moreover, heptameric oligothiophene, h-HTAA (Mahajan et al., 2011), was used to confirm ß-sheet conformation (Figure 1).*

*In livers of 6-month-old Krt18*^*+/*−^ *and Krt18*^−*/*−^ *mice, total FA amounts were significantly increased compared to wt mice (Figure 2, Figure S1, and Table S1).*

*The following NAFLD-related mRNAs remained largely unchanged: Malonyl-CoA decarboxylase (Mlycd), Microsomal triglyceride transfer protein (Mttp), ATP-binding cassette, sub-family C, member 2 (Cftr/Mrp) (Figure S2A), Insulin receptor substrate 1 (Isr1), Glutamate-cysteine ligase, modifier subunit (Gclm), Fatty acid synthase (Fasn) (Figure S2B), Diacylglycerol O-acyltransferase 2 (Dgat2), Angiotensin II receptor 1a (Agtr1α), Adiponectin receptor 2 (Adipor2) (Figure S2C) and Peroxisome proliferator activated receptor alpha (Pparα) (Figure S2D).*

In addition, the following changes have been made in the discussion section

*qRT-PCR analyses revealed a significant increase of Srebpb1 mRNA level in Krt18*^−*/*−^ *mice aged 3 and 6 months, whereas no increased mRNA expression of Pparα was identified (Figure 3; Figure S2).*Figure S1Total hepatic fatty acids and hepatic fatty acid profile of Krt8^−/−^ and p62^−/−^ livers.*Total hepatic FAs were measured by GC-MS. **(A)** Analysis of total FAs shows a marked tendency of reduction in 6- and 12-month-old Krt8*^−*/*−^*animals compared to age-matched wt and Krt8*^*+/*−^*mice. Estimation of the total FA content in 3- and 6-month-old p62*^−*/*−^*mice and their respective littermates reveals no significant changes (see also Table S2). **(B)** The livers of the different aged wt, Krt8*^*+/*−^, *and Krt8*^−*/*−^*mice as well as the livers of the p62*^−*/*−^*and their respective wt controls show no significant changes in their profile (see also Table S2). Data are presented as μg/mg liver tissue, results are shown as mean, and error bars indicate SEM. \*, \*\*, and \*\*\* indicate statistical significance (Student's t test): \* = P\<.05; \*\* = P\<.001; \*\*\* = P\<.0001.*Figure S1Figure S2Transcriptional profile of wt, Krt18^+/−^, and Krt18^−*/*−^ livers for NAFLD-related genes at various time points.*qRT-PCR analysis for mRNA expression of candidate genes in murine livers at 3, 6, 12, and 18 month of age. **(A)** Expression levels of Mlycd, Mttp, Cftr/Mrp, **(B)** Isr1, Gclm, Fasn, **(C)** Dgat2, Agtr1, Adipor2, and **(D)** Ppar are indicated by symbols (circles for wt, squares for Krt18*^+/−^*, and triangles for Krt18*^−*/*−^*mice) and presented as fold change log10. Each data point reflects the expression of a particular gene resulting from three to six different mice, normalized to the mean expression value of the respective gene in wt livers. Results are shown as mean; error bars indicate SD. Significance values are described by asterisks above horizontal bars. \*, \*\*, \*\*\* indicate statistical significance (two-way ANOVA with Bonferroni posttest): \* = P≤.05; \*\* = P\<.001; \*\*\* = P\<.0001.*Figure S2
